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Identify Kinase Signatures associated with

phenotype, genotype, etc. HOW DOeS It Work?
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2019 Feb 7.

Drug Y induces JAK/STAT pathway Walker K, et al. Kinomic profiling of glioblastoma cells reveals PLCG1 as a

e signaling in resistant cells. target in restricted glucose. Biomark Res. 2018 Jun 14;6:22.
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Phosphorylation

] . Dussaq AM, et al. Mechanistic parameterization of the kinomic signal in peptide
13 new tumors as resistant/sensitive. arrays. J Proteomics Bioinform. 2016 May:9(5):151-157
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FOX03_25_37 |QSRPRSCTWPLQR h AR e Anderson JC, et al. Kinomic alterations in atypical meningioma. Med Res Arch.
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Isayeva T, et al. The protective effect of p16(INK4a) in oral cavity carcinomas:
p16(Ink4A) dampens tumor invasion-integrated analysis of expression and
kinomics pathways. Mod Pathol. 2015 May;28(5):631-53

- = - - ® Anderson JC, et al. Kinomic exploration of temozolomide and radiation
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P D ru g Res po n Se P red I ctl o n Anderson JC, et al. Kinomic profiling of electromagnetic navigational

Sample: Peptide Search: v - bronchoscopy specimens: a new approach for personalized medicine. PLoS
631308612_1 : [ Post iash | B N One. 2014 Dec 30;9(12):e116388

Peptide: Lo IS i Peptide Information | Duverger A, et al. Kinase control of latent HIV-1 infection: PIM-1 kinase as a
00000 00000 . i major contributor to HIV-1 reactivation. J Virol. 2014 Jan;88(1):364-76
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Please contact us for experimental design optimization.
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		Peptide		Sequence

		CFTR_761_773		LQARRRQSVLNLM

		F263_454_466		NPLMRRNSVTPLA

		FOXO3_25_37		QSRPRSCTWPLQR
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				KINASE		CHG

		Q13308		CCK4/PTK7		2.038

		Q08881		ITK		1.969

		P36888		FLT3		1.89

		P07949		Ret		0.478

		P14616		IRR		-0.702

		P42680		TEC		-0.355

		P41240		CSK		-1.025

		P42681		TXK		-1.272

		Q14289		FAK2		-1.209
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