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(1) 850 MHz NMR Spectrometer with a TCI-CryoProbe
(2) 700 MHz NMR Spectrometer with a TCI CryoProbe
(3) 600 MHz NMR Spectrometer with a TCI-CryoProbe

(4) 500 MHz NMR Spectrometer with TXI & TBI Probes
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NMR Structure of a monomeric mutant of
the HIV-1 capsid protein (26 kDa)
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No need to know the protein structure

NMR on intact cells and cell extracts





